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Positive selection by Maximum Likelihood
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Site models of positive selection
 M0 (one ratio) -  M3 (discrete)

 M1 (Neutral)  -  M2 (Positive selection)

 M7 (beta)  -  M8 (beta&ω) ..
. 



Branch-site test of positive selection

A1 model (ω = 1) - branch site model A (ω>1)



Branch-site test of positive selection

... 



Clade model of positive selection

M2a_rel (ω = 1) - Clade model C 

(ω>1)



Genes under positive selection
 acad10
 acp5
 anxa1
 aqp3
 aqp4
 aqp7
 aqp9
 bcam
 ctnnb1
 fads1
 fgf10
 guca2b
 has2
 hyal2
 hyal3
 krt8
 lrp4
 psen2
 ptch2
 pxn
 sncg
 tgm1
 tnfsf13
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