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ScreenX is a web-based database/LIMS. It is written mostly in Python programming language and relies on other free and open-source projects like web/database framework Django, relational database system PostgreSQL for data management and  cheminformatics framework RDKit for manipulation with chemical structures (chemical format conversion, chemical properties calculation, substructure and similarity search, etc.). GUI uses JavaScript with jQuery and jQueryUI libraries and HTML 5 features, therefore web browser must be compatible.
Following functions were implemented so far: storing information about chemical samples, their properties and structures, substructure and similarity searching, organizing samples into chemical plates, handling of 1D and 2D barcodes for samples and plates, plate reformat (clone, serial dilution, Z-reformat), creating assay plates and arranging them into biological experiments, automatic import of result data to experiments, experiment visualisation and analysis (dose-response curves computation, fragment analysis, cluster analysis, etc.).
Furthermore, core functions of ScreenX will be used for building the European Chemical Biology Database (ECBD), which will be hosted and developed by CZ-OPENSCREEN. This database will contain result data from HTS experiments of EU-OPENSCREEN partner sites and provide them to the community through a user-friendly web interface with the possibility of their further analysis.
