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Recent advances in sequencing technologies have enabled affordable testing for various genetic diseases. Their application in the field of oncology has great potential for early detection and monitoring of tumor progression. A promising way is the thorough characterization of microsatellites, where the detection of their instable forms can be used as a cancer biomarker.
We compared sequenced DNA fragments isolated from tumour and control tissues. We first mapped them to the reference human genome. Then, thousands of selected microsatellite loci across the genome were thoroughly characterised to detect typical anomalies of unstable forms. The changes were aggregated across the analysed loci to obtain compact features for each sample. Finally, the features were analysed with classification methods to distinguish between tumor and control tissue.
We show that microsatellite instability is readable in our tumour samples. The method has therefore the potential to automate the detection and characterization of ongoing oncology disease from the sequenced genomic data.
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